Sir -In their article 'DNA aneuploidy in colorectal adenomas ' Quirke et al. (1986) give three possible explanations for the lower precentage of aneuploid adenomas (6% vs. 27%) found in their study of 155 cases than in the series of 55 cases reported by us (Van den Ingh et al., 1985) . Firstly they point to the use of fresh tissue in combination with trout red blood cells (TRBC, Vindel0v et al., 1983a) as a biological internal standard in our study and criticise our definition of aneuploidy. This includes cases with a single Go,1 peak having a Go,1/TRBC ratio outside the 99.7% confidence interval for normal diploid cells. However, these 6 cases (11%) have been reported as 'peridiploid' in the 'Results' to permit discrimination from the fifteen 'true' aneuploid cases (27%) characterized by the presence of two distinct Go,1 populations.
We think that their second explanation, implicating the lower resolution of DNA profiles from paraffin-embedded tissue (Hedley et al., 1985) as responsible for missing lowaneuploid stemlines in their study, is more likely. With the detergent-trypsin procedure for fresh tissue (Vindel0v et al., 1983b) used in our study, coefficients of variation around 2% can be obtained routinely on samples from solid tumours, permitting the detection of DNA differences as low as 5% (Vindel0v et al., 1983c) 
